EPFAZIA BIONAHPO®OPIKHZ

FEQPFTONOYAOY XPIZTINA (AEM:8293)
BOlIATZH NIKOAETA (AEM:8630)

MHAIATKOY ANESANAPA-ENIZABET (AEM:8340)

Kwdikég rpwreivng: 1Q0M2 (P04156)




Ta sequence anod to UnitProt sival :

Fastal

>sp|P04156| PRIO_HUMAN Major prion protein OS=Homo sapiens GN=PRNP

PE=1 Sv=1

MANLGCWMLVLEVATWSDLGLCKKRPKPGGWNTGGSRYPGQOGSPGGNRYPPQGGGGWGQP
HGGGWGQPHGGGWGQPHGGGWGQPHGGGWGQGGGTHSQWNKPSKPKTNMKHMAGAAAAGA
VVGGLGGYMLGSAMSRPITIHFGSDYEDRYYRENMHRYPNQVYYRPMDEYSNQONNEVHDCV
NITIKQHTVTTTTKGENFTETDVKMMERVVEQMCITQYERESQAYYQRGSSMVLESSPPV
ILLISFLIFLIVG

Fasta2

>sp|P04156-2| PRIO_HUMAN Isoform 2 of Major prion protein OS=Homo

sapiens GN=

PRNP

MLVLEVATWSDLGLCKKRPKPGGWNTGGSRYPGQGSPGGNRYPPQGGGGWGQPHGGGWGQO
PHGGGWGQPHGGGWGQPHGGGWGOGGGTHSQWNKPSKPKTNMKHMAGAAAAGAVVGGLGG
YMLGSAMSRPITIHFGSDYEDRYYRENMHRYPNQVYYRPMDEYSNQNNEFVHDCVNITIKQH
TVITTTKGENFTETDVKMMERVVEQMCITQYERESQAYYQRGSSMVLESSPPVILLISEL

IFLIVG

Fasta3

>sp |F7VJQL |APRIO HUMAN Alternative prion protein OS=Homo sapiens

GN=PRNP PE=

1 sv=1

MEHWGQPIPGAGQPWRQPLPTSGRWWLGAASWWWLGAASWWWLGAAPWWWLGTASWWWLG
SRRWHPQSVEQAE

Ta amroreAéopara 1

User-provided sequence:

10
MANLGCWMLV

70
HGGGWGQPHG

130
VVGGLGGYML

190
NITIKQHTVT

250
ILLISFLIFL

310

20
LEVATWSDLG

80
GGWGQPHGGG

140
GSAMSRPITH

200
TTTKGENFTE

260
IVGMLVLFVA

320

avalATno

30
LCKKRPKPGG

90
WGQPHGGGWG

150
FGSDYEDRYY

210
TDVKMMERVV

270
TWSDLGLCKK

330

10
WNTGGSRYPG

100
QGGGTHSQWN

160
RENMHRYPNQ

220
EQMCITQYER

280
RPKPGGWNTG

340

amrd 1o ProtParam:

50
OGSPGGNRYP

110
KPSKPKTNMK

170
VYYRPMDEYS

230
ESQAYYQRGS

290
GSRYPGQGSP

350

60
POGGGGWGQP

120
HMAGAAAAGA

180
NQNNFVHDCV

240
SMVLFSSPPV

300
GGNRYPPQGG

360



GGWGQPHGGG

370
AAAAGAVVGG

430
FVHDCVNITT

490
FSSPPVILLI

550
WLGAAPWWWL,

WGQPHGGGWG

380
LGGYMLGSAM

440
KQHTVTTTTK

500
SFLIFLIVGM

560
GTASWWWLGS

QPHGGGWGQP

390
SRPITHEFGSD

450
GENFTETDVK

510
EHWGQPTPGA

570
RRWHPQSVEQ

HGGGWGQGGG

400
YEDRYYRENM

460
MMERVVEQMC

520
GQPWRQPLPT

References and documentation are available.

THSQWNKPSK PKTNMKHMAG

410 420
HRYPNQVYYR PMDEYSNQNN

470 480
ITQYERESQA YYQRGSSMVL

530 540
SGRWWLGAAS WWWLGAASWW

Number of amino acids:

Molecular weight:

Theoretical

pI: 9.28

572

63201.1

) ) o CSV format |
Amino acid composition:

Ala (A) 28
Arg (R) 26
Asn (N) 23
Asp (D) 12
Cys (C) 7
Gln (Q) 35
Glu (E) 21
Gly (G) 98
His (H) 22
Ile (I) 19
Leu (L) 29
Lys (K) 20
Met (M) 24
Phe (F) 14
Pro (P) 41
Ser (S) 36
Thr (T) 28
Trp (W) 34
Tyr (Y) 26
Val (V) 29
Pyl (O) 0
Sec (U) 0

(B) 0

(Z) 0

(X) 0

Total number of negatively charged residues (Asp + Glu):
Total number of positively charged residues (Arg + Lys):
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Atomic composition:

Carbon

C

2841

33
46


http://web.expasy.org/tools/protparam/protpar-ref.html
http://web.expasy.org/tools/protparam/protparam-doc.html

Hydrogen H 4170
Nitrogen N 806
Oxygen ¢) 787
Sulfur S 31

Formula: C2841H4170N8060787831
Total number of atoms: 8635

Extinction coefficients:

Extinction coefficients are in units of Mt cm!, at 280 nm measured
in water.

Ext. coefficient 226115

Abs 0.1% (=1 g/1) 3.578, assuming all pairs of Cys residues form
cystines

Ext. coefficient 225740
Abs 0.1% (=1 g/1) 3.572, assuming all Cys residues are reduced
Estimated half-life:
The N-terminal of the sequence considered is M (Met).
The estimated half-life is: 30 hours (mammalian reticulocytes, in
vitro) .

>20 hours (yeast, in vivo).

>10 hours (Escherichia coli, in vivo).

Instability index:

The instability index (II) is computed to be 45.25
This classifies the protein as unstable.

Aliphatic index: 52.33

Grand average of hydropathicity (GRAVY): -0.579
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Ta apwvoé€a rou Bpiokovtol ektoc tou Ramachandran Plot siva:

Aev UTIAPXOUV QULVOELD TTOU Elval EKTOC TWV ETUTPEMTWY MEPLOXWYV, HE e€aipeon U0
opvo€Ewv yAukivng H yAukivn gival to amAoUoTePOo Kol ULKPOTEPO AULVOEY, e LOVO Eva
Aatopo udpoyovo we TAEUPLKN aAucida. To Lo XOPaKTNPLOTIKO YVWPLOHA Elval OTL N
amnouaoia pLag peyalutepng mAguptkng aAucidag Sivel oto MenTIOIKO OKEAETO TTOAL
pueyaAutepn Slapopdwtikn evéALfLa o ox€on e Ta aAha katahouta. H yAukivn onote
UTopel va CUPUETEXEL 0€ TTOAAEC SLapopdWOELG PN AmOSEKTEC yia AAAO apLVOEEQL.



